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KARYOTYPIC EVOLUTION IN GEHYRA (GEKKONIDAE: 
REPTILIA). V. A NEW SPECIES FROM PAPUA 
NEW GUINEA AND THE DISTRIBUTION AND 
MORPHOMETRICS OF GEHYRA OCEANICA (LESSON) 

MAX KING AND PAUL HORNER 
Northern Territory Museum of Arts and Sciences 
GPO Box 4646, Darwin, NT 0801, Australia. 

ABSTRACT 

A new species of Gehyra Gray from Papua New Guinea is described. Previously 
confused wilh G. oceanica and G. vorax , this species is distinguished from these 
and other congeners by morphological characters and karyotype morphology. The 
widely distributed G. oceanica is surveyed morphologically and chromosomally, 
and the island populations of this species which were analysed appear to be con- 
specific. 

Keywords: Reptilia, Gekkonidae, Gehyra , new species, oceanica , New Guinea, 
karyotype. 


INTRODUCTION 

Chromosomal analysis at the population 
level has been successfully used to determine 
the independent gene pools present in mor¬ 
phologically heterogeneous and taxonomi- 
cally unstable gekkonid species (King 1979, 
1982a, 1983a, 1984a). Once this step has been 
taken it is possible to analyse the morphology 
of specimens taken from the distributions of 
these chromosome races with the view to a 
taxonomic revision. Such an approach has 
been used with gekkos from the Gehyra aus¬ 
tralis Gray species complex (see King 1982a, 
1983a, 1983b, 1984b), and led to a redefini¬ 
tion of G. australis , the resurrection of G . 
duhia Macleay, and the description of G. 
Pamela King, G. borroloola King, G. robusta 
King, and G. occidentalis King. Each of these 
species is morphologically and chromo¬ 
somally distinct. The same approach has been 
used successfully in other Gehyra by King 
(1979, 1982b), in the genus Phyllodactylus by 
King and Rofe (1976), King and King (1977), 
Storr (1987), and in Diplodactylus by King 
(1977), and Storr (1979). 

The present paper describes a new species, 
which was reported earlier as being chromo¬ 
somally distinguishable from other Gehyra 


(King 1984a). In addition, a report on a chro¬ 
mosomal survey of the widely distributed 
species G. oceanica (Lesson) is made. This 
paper further investigates the evolution of 
Gehyra in general. 

MATERIALS AND METHODS 

Chromosomal Analysis. A series of 18 
specimens of G. oceanica collected through¬ 
out the Pacific basin were examined chromo¬ 
somally. The localities for these animals are 
shown in Table 1. 


Table 1. The localities and sex of specimens of Gehyra oceanica which 
were analysed chromosomally. 


Locality 

male 

Number of specimens 
immature female 

Marquesas Islands 

1 

- 

3 

Tahiti 

2 

1 

2 

Austral Islands 

- 

- 

1 

Moorea 

- 

- 

1 

Koro Island, Fiji 

1 

- 

- 

Tarawa Island, Kirabati 

- 

- 

1 

Upolu Island, West Samoa 

1 

- 

1 

Yanduataba Island, Fiji 

1 

- 

1 

Rarotonga Island. Cook Islands 

- 

1 



6 

2 

10 


Chromosomal analyses were made on col¬ 
chicine arrested air dried intestinal epithelial 
cells obtained by the technique defined by 
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Fig. 1. A map of the Pacific Basin showing the distribution of Gehyra oceanica analysed in this study. Closed circles 
represent specimens karyotyped, closed diamonds represent specimens analysed morphologically. The known 
distribution of Gehyra memhranacruralis is included in the open square. 


King and Rofe (1976). In addition, short term 
leucocyte cultures were made on certain speci¬ 
mens using the technique described by King 
and King (1975). 

Morphological analysis. A detailed mor¬ 
phometric and meristic analysis was made on 
a series of 90 specimens of G. oceanica , and 7 
specimens of an undescribed species found in 
Papua New Guinea. Eighteen measurements 
were made on each specimen using microme¬ 
ter adjusted callipers and/or steel rule. 

Of the measurements taken, the following 
require individual definition: 

1. Ear-snout length: measured from the ante¬ 
rior margin of the ear opening to the tip of 
the snout. 

2. Nostril-snout length: measured from the 
anterior margin of the nostril opening to the 
tip of the snout. 

3. Eye-snout length: measured from the ante¬ 
rior margin of the eye to the tip of the snout. 

4. Number of scales between eyes: measured 
in a straight line between the dorsal margins 
of the eyes. 


5. Number of fourth toe subdigital lamellae: 
only those lamellae under the expanded por¬ 
tion of the fourth toe were counted. 

A series of additional species of Gehyra 
were also examined for comparison. These 
include the holotypes of G. marginata 
Boulenger (BMNH 87.1.20.1) and G. haliola 
(Dumdril and Dumdril) (MNHN 6574), speci¬ 
mens of G. vorax Girard, and members of the 
G. australis species complex (sensu King 
1983). 

The following abbreviations arc used in the 
text: AM, Australian Museum; NTM, North¬ 
ern Territory Museum of Arts and Sciences; 
PNGM, National Museum and Art Gallery of 
Papua New Guinea; BMNH, British Museum 
of Natural History; MNHN, Musdum National 
d’Histoire Naturelle, Paris. 

SYSTEMATICS 
Genus Gehyra Gray 

Gehyra Gray, 1834:100 (type species 
Gehyra pacifica Gray, 1834, by monotypy). 
(see Cogger et al 1983:86-87 for synonymy). 
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Diagnosis, (modified after de Rooij 1915) 
Limbs pentadactylic; digits strongly dilated, 
free or webbed at the base; inferior transverse 
lamellae undivided, grooved or medially di¬ 
vided; distal phalanges free, elongate, com¬ 
pressed, clawed, rising from within the ex¬ 
tremity of the dilated part; inner digits without 
free distal phalange, clawless, or with a very 
indistinct retractile claw; dorsal surface cov¬ 
ered with small juxtaposed scales; ventral 
surface with cycloid imbricate scales; pupil 
vertical; males with femoral or preanal pores. 

Distribution. Madagascar; Asia; Indo-Ma- 
layan Archipelago; Australia; New Guinea 
and Pacific Islands. 

Remarks. Of the many species of Gehyra 
attributed to Papua New Guinea by de Rooij 
(1915) and Whitaker et. aL (1982), we have 
been able to redefine the list to the following: 
Gehyra baliola (Dumdril and Dumdril), G. in- 
terstitialis Oudemans, G. papuana Meyer, G. 
leopoldi Brongersma, G. mutilata (Wieg- 
mann), G. Oceania (Lesson) and G. variegata 
(Dumeril and Bibron). 

A number of other species of Gehyra have 
been synonymized. Thus, Kluge (1963) 
synonymized Peripia papuensis Made ay, 
with Hemidaciylus frenatus Dumeril and 
Bibron. Similarly, Wermuth (1965) synony¬ 


mized G. lampei Andersson with G. papuana 
Meyer and G. heehei Annandale with G. muti¬ 
lata (Wicgmann). The status of Gehyra vari¬ 
egata in Papua New Guinea remains uncertain 
and is currently under investigation. 

Of these species, G. oceanica is found 
throughout the islands of Polynesia and Mela¬ 
nesia in the Pacific Basin. There is now doubt, 
however, as to whether this species does actu¬ 
ally occur on mainland Papua New Guinea or 
West Irian. Although de Rooij (1915) and 
Whitaker et. aL (1982) recorded G. oceanica 
from that island, there has been a considerable 
amount of confusion among herpetologists 
who have referred specimens of G. baliola and 
an undescribed species of Gehyra (which is 
morphologically similar to both G. oceanica 
and G. vorax)* to G. oceanica. 

The second species questionably referred to 
the fauna of Papua New Guinea is G. vorax 
Girard. This species is known from Fiji, 
Vanuatu (New Hebrides) and the Loyalty Is¬ 
lands. De Rooij (1915) and Whitaker et. aL 
(1982) suggest that G. vorax is also found in 
Papua New Guinea. However, specimens 
from this island arc morphologically distinct 
from G. vorax, and these appear to be from the 
same undescribcd species which has been 
confused with G. oceanica . 


Fie 2 a, The milotie chromosomes of Gehyra oceanica female collected from Tahiti. Note 2n=42 karyotype and 
pair 14 meiaccmric elements characteristic of most Gehyra. b, The mitotic chromosomes of Gehyra membranacru- 
ralis male collected from Port Moresby, Papua New Guinea. Note the characteristic 2n-44 karyotype wit 
metaeentric pairs 14 and 17. 
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Gehyra oceanica (Lesson) 

(Figs 3, 6) 

Gecko oceanicus Lesson, 1830: 42, pi. 2 fig. 3 

(see Cogger et. aL 1983:88-89 for synon¬ 
ymy). 

Type material. Syntypes: MNHN 1776, 
6608 Ovalan Island = Kusai, Caroline archi¬ 
pelago 08WN 14WE; MNHN 2293, Ton- 
gatabu Tonga, 20 o 0(TS 175°00'W. 

Comparative material of Gehyra 
oceanica . PAPUA NEW GUINEA - AM 
R.0276, Duke of York Island, Bismarck Archi¬ 
pelago, 04°S 10’E 152°28’E; AM R.4561, 
Maron Island, Bismarck Archipelago, 
01°3(TS 145 o 0(TE; AM R.18801-02, Buin, 
Bougainville Island, 06°52’S 155°42'E; AM 
R.24745-49, AM R.24770-71, AM R.24965, 
AM R.25042-43, AM R.25177, AM R.28768- 
69, AM R.28900, Karkar Island, 04°4(TS 
146°00’E; AM R.29832, Manam Island, 
04°04*S 145°04’E; AM R. 102942, Kuia Is¬ 
land, Trobriand Islands, 08°35'S 150°52’E: 
AM R. 111237-38, Melilup, Bougainville Is¬ 
land, 05°49'S 154°32'E; AM R.l 11239, 
Ramazon River, Bougainville Island, 05°42'S 
154°56'E; AM R.l 11240, Rabaul, New Brit¬ 
ain Island, 04° 1 US 152°1 LE; AM R.l 1 1241, 
Buka Island, 05°15’S 154°38'E; AM 

R.l 11242-45, Kunua, Bougainville Island, 
06°00'S 155°0CTE; AM R. 124813, Kiriwina 
Island, Trobriand Islands, 08°25'S 151°05’E; 
AM R. 124950-53, AM R.125007, Misima 
Island, Louisade Archipelago, 10°42'S 
152°50’E; PNGM 23152, Takani, Bougain¬ 
ville Island, 06°00'S 155°00’E. 

PACIFIC OCEAN - AM R.0305-10, AM 
R.1801, New Hebrides, 15°00’S 168°00'E; 
AM R.2075-78, AM R.2293, Funafuti Atoll, 
Ellice Islands, 08°3(TS 179°12’E; AM R. 
3898, Flint Island, Line Islands, 11°25'S 
151°48'W; AM R.4770, Samoa, 14 o 0(TS 
172°00 , W; AM R.7209-10, Tonga Islands, 
20°00’S 175°0(TW; AM R.7246, Solomon Is¬ 
lands, 08°00’S 159.00'E; AM R.8799 Ysabel 
Island, Solomon Islands, 08°03’S 159°02’E; 
AM R.69571, Olu Malau Islands, Solomon Is¬ 
lands, 10 o l(TS 161°57’E; AM R.87400-05, 
Britaama, Malaita Island, Solomon Islands, 
OS^’S 160°36 , E; AM R.91009, Marau, 
Guadalcanal Island, Solomon Islands, 
09°26’S 160°25'E; AM R.91052-56, Boro- 
mole, Nggela Sule, Solomon Islands, 09°03’S 
160°18’E; AM R.9029-30, Trevanian Island, 
Santa Cruz Islands, 1 POO'S 166°15'E; AM 


R.9042, Vanikoro Island, Santa Cruz Islands 
11°42'S 166°50'E; AM R.l 1391, Santo Is’ 
land, New Hebrides, 15°30'S 166°40’E; AM 
R.31256, Upolu Island, West Samoa, 13°55'S 
171°45'W; AM R.96555-57, AM R.96581- 
83, Eua Island, Tongatapu Group, 21°23'S 
174°55’W; AM R.l 11247, Apaiang Island. 
Gilbert Islands, 01°5rS 172°58*E; NTM 
R.13991-95, Koro Island, Fiji, 17°20'S 
179°25’E: NTM R.l3996-97 Yanduataba Is¬ 
land, Fiji, 16°50’S 178°18'E; NTM R. 13998, 
Upolu Island, West Samoa, 13°55’S 
171°45'W; NTM R.13999, Tarawa Island 
Gilbert Islands, 01°3(TS 173°00’E. 

Remarks. The chromosomes of Gehyra 
oceanica : A chromosomal analysis of 

G.oceanica, based on specimens collected 
from throughout the range of this species (Fig. 
1), revealed chromosomal uniformity. The 
mitotic cell (Fig. 2a) is typical of the species, 
and is characterised by a diploid number of 
2n=42 and a generally acrocentric karyotype 
(except for chromosome pair 14 which is 
metacentric). 

The chromosomes of an undescribcd spe¬ 
cies of Gehyra identified by King (1984a) as 
G. oceanica , and found on the Papua New 
Guinea mainland are shown in Figure 2b and 
King (1984a: Figs la, lc, 2a). This 2n=44 
karyotype is similar to that of G. vorax in 
terms of chromosome number and karyotype 
morphology. However, it differs substantially 
from that species in the quantity and distribu¬ 
tion of heterochromatin in the genome and in 
chromosome arm lengths (see King 1984a: 
Fig. 2a, 3b). This form is described as a new 
species below. 

In a broader evolutionary context, it is note¬ 
worthy that the great diversity in chromoso¬ 
mal and morphological characteristics present 
in Gehyra is found in Australia and islands 
closely associated with the Australian land 
mass (King 1979, 1984a). The species with 
the broadest distribution, G. oceanica , is 
commonly found on boats and in cargo on 
ships, and much of its present day distribution 
. throughout the network of island chains can be 
attributed to passive introduction by Cauca¬ 
sian, Polynesian and Melanesian traders. Past 
tectonic activities allow for no other explana¬ 
tion than this. It is however noteworthy that 
the presence of G. mutilata on Madagascar, 
India and the Indonesian islands to the north of 
Australia, where populations arc isolated by 
vast geographic distances, provides an inter- 
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esting contrast and could possibly reflect a 
relict Gondwanaland distribution if these 
populations are conspecific. In fact both chro¬ 


mosomal and immunogenetic evidence (King 
1987) suggest that the Gekkonidac arose in 
Gondwanaland, a feature which would ex- 



b 




Fig. 3, a, A specimen of Gehyra occanica collected from West Samoa, b, A specimen of Gehyraoc < anica ^collected 
from Fiji, c, Lateral view of the head of specimen 2b. d, Dorsal view of the face of specimen . e, a cm v iew 
of the head of specimen 2a. f, Ventral view of the head of specimen 2b. g, Ventral view of the right hind toot ot 
specimen 2a. h, Ventral view of the head of specimen 2a. 
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Table 2. Morphometric and meristic characteristics of G. membranacruralis, G. oceanica and G. vorax. Measurements arc in mm. Measurements for G. 
vorax are derived from a single specimen. Tail lengths were measured from original tails only. (SD = standard deviation) 


CHARACTERISTICS SPECIES 

G. membranacruralis n = 7 G. oceanica n =90 G. vorax 

mean SD range mean SI) range 


114.0 


6.2 


103.0 - 123.0 


76.9 


8.8 


Snout-vent length 
Tail length 
Forelimb length 
liindlimb length 
Head width 
Head depth 
Ear-snout length 
Nostril-snout length 
Eye-snout length 
Postmental scale length 

Number of scales between eyes 
Number of intcmasal scales 
Number of supralabial scales 
Number of infralabial scales 
Number of mid-body scalerow s 
Number of fuurth toe, subdigital 
lamellae 

Number of preanal pores 
Number of postanal spines 
Tail length to snout vent 
length ratio 

Head depth to head width ratio 
Head depth to ear-snout 
length ratio 

Postmental scale length to 
snout-vent length ratio 
Eye-snout length to ear-snout 
length ratio 

Ear-snout length to snout-vent 
length ratio 


102.0 

0.0 

- 

32.0 

2.4 

27.8 

41.5 

2.7 

38.9 

20.3 

2.0 

16.7 

12.5 

1.2 

10.3 

25.9 

2.0 

22.8 

2.0 

0.2 

1.7 

13.4 

0.9 

11.8 

3.3 

0.4 

2.0 

47.3 

0.3 

43.0 

3.1 

0.4 

3.0 

13.3 

2.9 

12.0 

11.5 

0.0 

10.0 

155.6 

0.8 

146.0 

19.0 

3.2 

15.0 

39.4 

1.1 

32.0 

2.8 

2.7 

2.0 

1.1 

2.7 

. 

1.6 

4.4 

1.6 

2.1 

0.4 

1.7 

35.3 

0.2 

28.8 

1.9 

0.0 

1.6 

4.5 

0.2 

4.2 


. 

70.3 

10.6 

35.0 

21.4 

2.7 

46.0 

27 

3.8 

22.3 

13.3 

1.7 

13.6 

8.5 

1.2 

28.3 

18.7 

2.4 

2.3 

1.4 

0.2 

14.3 

8.6 

1.0 

4.2 

2.6 

0.4 

51.0 

47.2 

3.6 

4.0 

3.9 

1.3 

15.0 

13.0 

1.1 

13.0 

11.9 

1.1 

165.0 

153.1 

9.1 

23.0 

14.5 

1.1 

44.0 

34.8 

4.8 

3.0 

3.4 

0.7 


1.1 

0.2 

1.7 

1.6 

0.1 

2.4 

2.2 

0.2 

37.7 

29.9 

2.8 

2.1 

2.2 

0.2 

5.4 

4.2 

0.6 


50.0 - 101.0 158.0 

51.0 90.0 

14.4 - 27.9 46.0 

15.4 - 34.5 520 

8.6 - 19.2 30 ; 2 

5.6 - 12.1 18.1 

10.2 - 25.3 372 

0.9. 2 .o 3 ; 0 

5.6 - 12.2 17 .7 

1.8 - 4.0 4. 5 

39.0 - 57.0 85.0 

2.0 - 8.0 3.o 

10.0-16.0 140 

9.o. i5.o , 2 ; 0 

132.0 - 179.0 2 02.0 

12.0 - 17.0 210 

26.0 - 51.0 6U0 

2.0 - 6.0 3.o 

0.9 - 1.5 

1.4 - 1.7 i .7 

1.1 - 2.5 2.1 

23.8 - 38.6 35 ! 

1.2 - 2.3 ,. 7 

3.6 - 8.1 4 2 


plain the unusual distribution of the believed 
ancestral 2n=44 karyomorph of Gehyra in 
isolated pockets on the Australian mainland 
and Papua New Guinea, and slightly derived 
forms of this karyomorph on Fiji and in New 
Guinea (King 1984a). 

Morphological Variation in Gehyra 
oceanica : A detailed morphological examina¬ 
tion of 90 specimens of G. oceanica corrobo¬ 
rates the uniformity of this species throughout 
its Pacific basin distribution (Fig. 1). That 
distribution extends from the Marquesas Is¬ 
lands in the east to the coastal islands border¬ 
ing West Irian and Papua New Guinea in the 
west. There is no evidence to suggest that G. 
oceanica occurs on ihe New Guinea land mass 
at the moment, although its introduction must 
be imminent. 

The morphological characteristics suggest 
that the island populations of this species 
which we examined are conspecific. These 
measurements are summarized in Table 2. 
This finding is supported by the chromosomal 
analysis described above. While some vari¬ 
ation in back pattern is found between popula¬ 
tions (Fig. 3), there appears to be no consis¬ 
tency in this character. However, it should be 
noted that Gehyra specimens collected from 


certain island populations were chromo- 
somally and morphologically distinct and may 
be undescribed species (King, unpublished 
data). 

Gehyra membranacruralis sp. nov. 
(Figs 4-6) 

Gehyra oceanica - de Rooij 1915:44; Whitaker 
et. al. 1982:42. 

Gehyra vorax - de Rooij 1915:45-46; Whitaker 
et. al. 1982:42. 

Type material. HOLOTYPE - NTM 
R. 13746, male. Port Moresby, Papua New 
Guinea, 09 o 30’S 147°07’E, 1982, coll. D. 
Black (collected from University building 
wall). PARATYPES - PAPUA NEW 
GUINEA: NTM R. 13744-45, 2 males. Port 
Moresby, 09°3(TS 147°07’E, 1982, coll. D. 
Black, from University building walls; PNGM 
22811, male, Mount Diamond, near Port 
Moresby, 09°3(TS 147°07’E; PNGM 23176, 
male, Brown River, 09°20’S 147°3(TE. 

Diagnosis. Gehyra membranacruralis is 
distinguished from other Papua New Guinea 
Gehyra by a combination of characters. 
Gehyra baliola, G. interstitalis , G. leopoldi , 
G. mutilata , G. papuana and G. variegata 
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Fig. 4. a, The holotype of Gehyra membranacruralis in life. Note dark colouration, b, The holotype of Gehyra 
membratiacruralis in life. Note marked fading in back pattern in different light regime. 


have divided subdigital lamellae on the dilated 
section of the fourth toe, whereas those in G. 
membranacruralis are undivided. In addition, 
G. interstitalis , G. leopoldi, G. papuana and 
G. variegata are smaller, being usually less 
than 80mm in adult snout-vent length. Gehyra 
baliola and G. mutilata have a tail which is 
roughly triangular in section (rather than 
round to ovoid), due to the presence of en¬ 
larged lateral scales. G. baliola also pos¬ 
sesses a characteristic ‘LP shaped rostral scale. 
Gehyra oceanica , like G. membranacruralis , 
has undivided subdigital lamellae, neverthe¬ 
less it is smaller in adult snout-vent length (50- 
101 mm vs 103-123mm) and possesses only 
rudimentary webbing, directly behind the 
knees and between the toes. The Moluccan 
species G. marginata (holotype examined), is 
distinguished from G. membranacruralis by 
having anterior and posterior skin folds on the 
forelimbs and a tail that is roughly triangular 
in section. 

Description of the holotype. Head: Width 
16.7mm, depth 10.3mm, length 25.0mm. 
Snout 11.8mm long, from tip of rostral scale to 
anterior margin of orbit. Head covered by 


small rounded scales. 43 interorbital scales. 
Nostril surrounded by rostral, internasal, three 
posterior nasal and first supralabial scales. 
Rostral scale relatively deep, 1.8 times wider 
than high. Dorsal surface of rostral slightly 
gabled with middle of three internasals intrud¬ 
ing down into rostral (Fig. 5a). Vertical 
median groove on rostral extending for l/3rd 
of scale depth, from midpoint of dorsal sur¬ 
face. Midlinc horizontal groove across rostral 
scale. Nostrils separated by two large interna¬ 
sals and smaller middle internasal. 12L and 
13R supralabial and 10L and 10R infralabial 
scales (Fig. 5d). Mental scale roughly triangu¬ 
lar with intrusion of postmentals producing 
seven sides (Fig. 5b). Four postmental scales 
(anterior pair 2mm, posterior pair 2.4mm) 
posterior pair in contact with second infrala¬ 
bial scale (Fig. 5b). 

Body: Dorso-ventrally compressed, heav¬ 
ily built (Fig. 4). Snout-vent length 111 mm, 
tail length 102mm. Tail (original) ovoid to 
round in section, prehensile in life, terminat¬ 
ing in a point. Single tranverse subcaudal 
scales. Dorsal surface covered by small juxta¬ 
posed rounded scales. Imbricate scales on 
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Fig. 5. a, Dorso-frontal view of the snout of Gehyra membranacruralis. b, Ventral view of the head of the holotype 
of Gehyra membranacruralis. Note the four postmental scales, e, Ventral view of the left hind leg of the holotype 
of Gehyra membranacruralis. Note the pronounced webbing between the toes and that at the back of the leg 
extending from fool to cloaca, d, Lateral view of the head of the holotype of Gehyra membranacruralis. Note 
patterning. 


ventral surface larger and flatter than those on 
dorsal surface. 146 scales around circumfer¬ 
ence of abdomen in midbody. Lateral skin- 
folds on abdomen. No skinfolds on forelimbs. 
20 subdigital lamellae on dilated section of 
fourth toe. Subdigital lamellae undivided (see 
Fig. 5c). Pronounced webbing between toes 
extends for some 1/3 of toe length. Hind legs 
larger and thicker than front legs. Forelimb 
32.4mm long. Hindlimb 40.3mm long. Hin- 
dlimb with conspicuous webbing extending 
from base of fifth toe to cloaca then in continu¬ 
ous line to fifth toe of other foot. (Figs 5c and 
6a). 37 preanal pores extending in a curved 
chevron, through midline apex, to near knees 
(Fig. 6a). Three postanal tubercles in cluster 
at base of tail, on each side. 

Colouration: Background dorsal coloura¬ 
tion of body grey brown with alternate dark 
brown granular blotches. These blotches ex¬ 
tend onto limbs head and tail. On the tail they 
form five irregular bands (see Fig. 4a), and a 
most irregular lateral band which extends 
down the body to the forelimbs. The head 


shows pronounced dorsal and lateral mottling 
which becomes a pronounced darker eyestripe 
extending from the fourth supranasal through 
the eye and continuing to the nape of the neck 
where it meets the eyestripe from the other 
side. Black spots are found on the buff col¬ 
oured supralabials and infralabials (Fig. 5d 
and 4a). The ventral surface of the body is 
buff coloured. 

The same specimen can lose its colouration 
dramatically as illustrated in Fig. 4b. Here the 
dorsal surface becomes light grey with faint 
darker areas. The ventral surface remains buff 
coloured. 

Distribution. The known distribution of G. 
membranacruralis is restricted to the Port 
Moresby-Brown river region of Papua New 
Guinea (Fig. 1). However, very few speci¬ 
mens are known and the distribution of the 
species could be more extensive than this. 

Variation. Morphological and mcristic 
characteristics of this species are summarized 
in Table 2. It is noteworthy that the holotype 
has two anterior and two posterior postmental 
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scales. Other paratypes have a single pair of 
larger scales in their place. This scalation 
characteristic appears to he variable. 

Etymology. The name is drawn from the 
latin terms Membrana : “skin that covers spe¬ 
cial parts of the body'’ and Cruralis : “of the 
leg”. Membranacruralis thus refers to the 
cutaneous skin fold found on the rear legs of 
this species. 
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Fig. 6. a. Lateral view of the 
hind limbs of Gehyra membra na- 
cruralis. Note the continuous 
webbing extending from left to 
right foot, b, Lateral view' of the 
hind limbs of Gehyra oceanica. 
Note the superficial webbing 
behind the knees. Compare to 
Fig. 5a. 
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